Diverse Mechanisms of Somatic Structural Variations in Human Cancer Genomes  by Yang, Lixing et al.
ErratumDiverse Mechanisms
of Somatic Structural Variations
in Human Cancer Genomes
Lixing Yang, Lovelace J. Luquette, Nils Gehlenborg, Ruibin Xi, Psalm S. Haseley, Chih-Heng Hsieh, Chengsheng Zhang,
Xiaojia Ren, Alexei Protopopov, Lynda Chin, Raju Kucherlapati, Charles Lee, and Peter J. Park*
*Correspondence: peter_park@harvard.edu
http://dx.doi.org/10.1016/j.cell.2014.05.020
(Cell 153, 919–929; May 9, 2013)
In the above article, we inadvertently omitted the Database of Genotypes and Phenotypes (dbGaP) accession numbers for the
previously published data sets that we analyzed.
The accession numbers and the study pages are as follows:
TCGA: phs000178.v8.p7 (http://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000178.v8.p7)
Colorectal: phs000374.v1.p1 (http://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000374.v1.p1)
Prostate: phs000330.v1.p1 (http://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000330.v1.p1)
Multiple myeloma: phs000348.v1.p1 (http://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000348.v1.p1)1736 Cell 157, 1736, June 19, 2014 ª2014 Elsevier Inc.
